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Trypanosomatids are protozoan parasites of animals. Based on their ecology Trypanosomatids are subdivided into 

two non-taxonomic groups: monoxenous parasites develop in invertebrate hosts, meanwhile dixenous parasites develop 

in two different hosts – vertebrates, such as mammals, birds or even fishes, and invertebrates, which serve as vectors [1]. 

Avian trypanosomes infect hundreds of bird species worldwide, however the biology and life cycles of most avian 

Trypanosoma species remain unknown. Although it is known that avian trypanosomes are transmitted mostly by 

bloodsucking dipterans, knowledge about particular species of insects capable transmitting different trypanosomes 

remains scarce. Only a few avian trypanosome vector species have been determined so far [2].  

The main purpose of this study was to get new information on the prevalence of trypanosomatids in wild-caught 

biting midges (Ceratopogonidae, Culicoides) nearby the nests of raptor birds. We collected parous biting midge females 

using UV light traps located nearby nests of raptor birds in Utena district (Lithuania) in June and July 2021. DNA 

extraction, PCR and sequencing were applied to estimate the infections of biting midges by trypanosomatids. 

In total 604 parous wild caught biting midge females were investigated. We have detected trypanosomatids in 22 

(3,64 %) Culicoides females. Insect species were determined. The vast majority of infected biting midges were infected 

with dixenous parasite of birds Trypanosoma everetti. Five T. everetti haplotypes were identified with genetic distance 

between them being 1,07 %. Monoxenous parasite Crithidia brevicula was detected in several Culicoides females. This 

parasite is known to infect true bugs of families Nabidae, Gerridae and nonpredatory Miridae as well as Culicidae 

mosquitoes and flies of the families Calliphoridae, Muscidae, Heleomyzidae, Sepsidae and Antomyidae. This was the 

first time when C. brevicula was detected in biting midges. In this study 2 haplotypes of C. brevicula were identified in 

Culicoides midges. In previous studies conducted in Lithuania, other monoxenous parasites belonging to genera Sergeia 

and Herpetomonas were detected in Culicoides biting midges. 
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